The nature of the actin cross-bridge interaction.
Evidence from sequence studies and from proteolysis suggests that S1 consists of three domains. Cross-linking studies show that one S1 can bind to two actin monomers which may lie in different strands of the actin long helix. The S1-actin interaction comprises two states "weak" and "strong". We suggest there are distinct hinged binding sites, "weak" and "rigor", of which only the rigor site is sensitive to tropomyosin control. If one takes the weak binding domain to be a "nose-cone" which is attached to the rest of the S1 by a flexible covalent hinge allowing the rigor link to be formed independently a number of structural phenomena observed in fibres may be explained.